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GenBank Accession No. AL081678 for Arabidopsis thaliana, Salanoubat, M. et al, 06/28/99 



C171 



GenBank Accession No. AL096814 for Homo sapiens, Sehra, H„ 05/18/05 



C172 



GenBank Accession No. AL101527 for Drosophila melanogaster, Genoscope, 07/26/99 



C173 



GenBank Accession No. AP000004 for Complete sequence and gene organization of the 
genome of a hyper-thermophilic archaebacterium, Pyrococcus horikoshii OT3, Kawarabayasi, 
Y. et al. 05/27/04 



C174 



C175 



GenBank Accession No. AP000140 for Homo sapiens 91 1 ,949bp genomic DNA of 21q21 .2 
(Region: LL56-APP Clone Range: B2291C14-R44F3), Hattori, M. et al, 01/08/00 



GenBank Accession No. AP000228 for Homo sapiens 75 ,698 bp genomic DNA of 21q21.2, 
Hattori, M. et al. 1 1/20/99 



C176 



GenBank Accession No. AQ1 28685 for Sequence-tagged connectors: A sequence approach 

to mapping and scanning the human genome. Mahairas. G.G. et al. 09/23/98 

GenBaPk Acce^ion No. AQ364540 for A BAC End Sequencing Framework to Sequence the 

ing, R.A. etal. 12/16/99 
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C178 


GenBank Accession No. AQ463737 for Sequence-tagged connectors: A sequence approach 
to mapping and scanning the human qenome, Mahairas, G.G. et al, 04/23/99 








C179 


GenBank Accession No. B10133 for BAC End Sequences at ATGC. Fenq, J. et al, 05/14/97 








C180 


GenBank Accession No. C97772 for Rice cDNA from callus, Sasaki, T. et al, 04/04/02 








C181 


GenBank Accession No. D17429 for Isolation and characterization of IS31831 , a transposable 
element from Corynebacterium glutamicum, Vertes, AA. et al, 02/04/99 








C182 


GenBank Accession No. D84102 for Molecular cloning of the Corynebacterium glutamicum 
('Brevibacterium lactofermentum* AJ12036) odhA gene encoding a novel type of 2- 
oxoglutarate dehydrogenase, Usuda, Y. et al, 02/06/99 








C183 


GenBank Accession No. D84432 for Systematic sequencing of the 283 kb 210 degrees-232 
degrees region of the Bacillus subtilis genome containing the skin element and many 
sporulation genes, Mizuno, M. et al, 02/06/99 








C184 


GenBank Accession No. D8791 5 for Molecular cloning and characterization of the obg gene of 
Streptomyces griseus in relation to the onset of morphological differentiation, Okamoto, S. et 
al, 02/07/99 
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G185 ± 


GenBank Accession No. E01358 for Production of L-Thereonine and L-lsoleucine, Katsumatap 
R. et al, 09/29/97 






C186 


GenBank Accession No. E01359 for Production of L-Thereonine and L-lsoleucine, Katsumata, 
R. et al. 09/29/97 






C187 


GenBank Accession No. E01375 for Tryptophan operon, peptide and protein coded thereby, 
utilization of Tryptophan operon gene expression and prod ucation of Tryptophan, Matsui, K. et 
al, 09/29/97 






C188 


GenBank Accession No. E01376 for Tryptophan Operon, Peptide and Protein Coded Thereby, 
Utilization of Tryptophan Operon Gene Expression and Production of Tryptophan, Matsui, K. 
et al, 09/29/97 






C189 


GenBank Accession No. E01377 for Tryptophan Operon, Peptide and Protein Coded Thereby, 
Utilization of Tryptophan Operon Gene Expression and Production of Tryptophan, Matsui, K. 

et al, 09/29/97 






C190 


GenBank Accession No. E03937 for DNA fragment containing gene capable of coding biotin 
synthetase and its utilization, Hatakeyama, K. et al, 09/29/97 






C191 


GenBank Accession No. E04040 for Gene Coding Diaminopelargonic Acid Aminotransferase 
and Desthiobiotin Synthetase and its Utilization, Kohama, K. et al, 09/29/97 






C192 


GenBank Accession No. E04041 for Gene coding Diaminopelargonic Acid Aminotransferase 
and Desthiobiotin Synthetase and its Utilization, Kohama, K. et al, 09/29/97 






C193 


GenBank Accession No. E04307, Kurusu, Y. et al, "Gene DNA coding aspartase and 
utilization there." 09/29/97 






C194 


GenBank Accession No. E04376 for Gene Manifestation Controlling DNA, K atsumata, R. et 
al. 09/29/97 






C195 


GenBank Accession No. E04377 for Gene Manifestation Controlling DNA, Katsumata, R. et al, 
09/29/97 






C196 


GenBank Accession No. E04484 for Production of L-Phenylalanine by Fermentation, Sotouchi, 
N. et al, 09/29/97 








C197 


GenBank Accession No. E05108 for Gene DNA Coding Aspartokinase and its Use, Fugono. 
N. et al, 09/29/97 








C198 


GenBank Accession No. E051 12 for Gene DNA Coding Dihydrodipicolinic Acid Synthetase 
and its Use, Hatakeyama, K. et al. 09/29/97 








C199 


GenBank Accession No. E05776 for Gene DNA Coding Diaminopimetic Acid Dehydrogenase 
and its Use. Kobayashi, M. et al, 09/29/97 
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GenBank Accession No. E05779 for Gene DNA Coding Threonine Synthase and its Use, 
rjohama, K. et al, 09/29/97 
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GenBank Accession No. E06110 for Production of L-Phenylalanine by Fermentation Method, 
Kikuchi, T. et al, 09/29/97 



GenBank Accession No. E061 1 1 for Production of L-Phenyialanine by Fermentation Method, 
Kikuchi, T. et al, 09/29/97 



GenBank Accession No. E06146 for Gene Capable of Coding Acetohydroxy Acid Synthase 
and its, Inui, M. et al, 09/29/97 



C204 



GenBank Accession No. E06825 for Mutant Aspartokinase Gene, Sugimoto, M. et al, 09/29/97 



C205 



GenBank Accession No. E06826 for Mutant Aspartokinase Gene, Sugimoto, M. et al, 09/29/97 



C206 



GenBank Accession No. E06827 for Mutant Aspartokinase Gene, Sugimoto, M. et al, 09/29/97 



C207 



GenBank Accession No. E07701 for Gene DNA Participating in Integration of Membraneous 
Protein to, Honno, N. et al, 09/29/97 



C208 



GenBank Accession No. E08177 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato, Y. et al, 09/29/97 



GenBank Accession No. E08178 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato, Y. et al, 09/29/97 



C210 



GenBank Accession No.' E08179 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato, Y. et al, 09/29/97 



C211 



GenBank Accession No. E08180 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato, Y. et al, 09/29/97 



C212 



GenBank Accession No. E08181 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato, Y. et al, 09/29/97 



C213 



GenBank Accession No. E08182 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato, Y. et al, 09/29/97 



C214 



GenBank Accession No. E08232 for Gene DNA Coding Acetohydroxy Acid Isomeroreductase, 
Inui, M. et al, 09/29/97 



C215 



GenBank Accession No. E08234 for Gene DNA Coding for Translocation Machinery of 
Protein, Asai. Y. et al, 09/29/97 



C216 



GenBank Accession No. E08643 for DNA Fragment Having Promoter Function in Coryneform 
Bacterium, Hatakeyama, K. et al, 09/29/97 



C217 



GenBank Accession No. E08646 for DNA Fragment Having Promoter Function in Coryneform 
Bacterium, Hatakeyama, K. et al, 09/29/97 



C218 



GenBank Accession No. E08649, Kohama, K. et al, "DNA fragment having promoter function 
in coryneform bacterium." 09/29/97 



C219 



GenBank Accession No. E08900 for DNA Fragment Containig Gene Coding Dihyrodipicolinic 
Acid Reductase and Utilization Thereof, Madori, M. et al. 09/29/97 



C220 



GenBank Accession No. 
Acid Decarboxylase and 



E08901 for DNA Fragment Containing Gene Coding Dihyrodipicolinic 
Utilization Thereof, Madori, M. et al, 09/29/97 . 



C221 



GenBank Accession No. 
09/29/97 



E12594 for Production of L-Tryptophan, Hatakeyama, K. et al, 



C222 



GenBank Accession No. 
M. et al, 09/29/97 



E 12758 for Amplification of Gene Using Artificial Transposon, Moriya, 



C223 



GenBank Accession No. 
M. et al, 09/29/97 



E 12759 for Amplification of Gene Using Artificial Transposon, Moriya, 



C224 



GenBank Accession No. 
M. et al, 09/29/97 



E12760 for Amplification of Gene Using Artificial Transposon, Moriya, 



GenBank Accession No. 
M. et al, 09/29/97 



E12764 for Amplification of Gene Using Artificial Transposon, Moriya. 



GenBank Accession No 
M. et al, 09/29/97 



E12767 for Amplification of Gene Using Artificial Transposon, Moriya, 
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C227 



GenBank Accession No. E12770 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al, 09/29/97 



GenBank Accession No. E12773 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al, 09/29/97 



GenBank Accession No. E13655 for Glucose-6-Phosphate Dehydrogenase and ONA Capable 
of Coding the Same, Hatakeyama, K. et al, 04/27/98 



GenBank Accession No. L01508, Mockel, B. et al, "Functional and structural analyses of 
threonine dehydratase from Corynebacterium glutamicum," J. BacterioL, Vol. 174(24):8065- 
8072 (1992), 04/26/93 



C231 



GenBank Accession No. L07603 for The cloning and nucleotide sequence of a 
Corynebacterium glutamicum 3-deoxy-D-arabinoheptulosonate-7-phosphate synthase gene, 
Chen, C.C. et al, 04/26/93 



GenBank Accession No. L09232 for Isoteucine synthesis in Corynebacterium glutamicum: 
molecular analysis of the ilvB-ilvN-ilvC operon, Keilhauer, C. et al, 02/23/95 



GenBank Accession No. L18874 for Bacillus subtilis sucrose-specrficenzyme II of the 
phosphotransferase system: expression in Escherichia coli and homology to enzymes II from 
enteric bacteria, Fouet, A. et al, 1 1/24/94 



C234 



GenBank Accession No. L27123 for Molecular characterization of aceB, a gene encoding 
malate synthase in Corynebacterium glutamicum, Lee, H.-S. et al, 06/08/95 



C235 



GenBank Accession No. L27126, Jetten, M.S., "Structural and functional analysis of pyruvate 
kinase from Corynebacterium glutamicum," Appl. Environ. Microbiol., Vol. 60(7):2501-2507 
(1994), 12/07/94 



C236 



GenBank Accession No. L28760 for Molecular characterisation of acea, a gene encoding 
isocitrate lyase in corynebacterium glutamicum, Lee, H.-S et al, 02/10/95 



C237 



GenBank Accession No. L35906, Oguiza, J A, "Molecular cloning, DNA sequence analysis, 
and characterization of the Corynebacterium diphtheria dtxR homolog from Brevibacterium 
factofermentum," J. BacterioL Vol. 177(2):465-467 (1995) 03/06/96 



18 



GenBank Accession No. L78820, Eigimeier, K. et al, "Use of an ordered cosmid library to 
deduce the genomic organization of Mycobacterium laprae," MoL Microbiol., Vol. 7(2): 197-206 
(1993)12/17/01 



C239 



GenBank Accession No. M1 3774, Follettie, M.T. et al, "Molecular cloning and nucleotide 
sequence of the Corynebacterium glutamicum pheAgene.'V. BacterioL, Vol. 167(2):695-702 
(1986), 04/26/93 



C240 



C241 



GenBank Accession No. M16175 for Phytogenetic analysis of the corynefonm bacteria by 5S 
rRNA sequences, Park, Y.H. et al, 04/27/93 



GenBank Accession No. M16663 for Structure and function of the trp operon control regions of 
Brevibacterium lactofermentum. a glutamic-acid producing bacterium, Sano, K. et al, 06/1 1/01 



C242 



GenBank Accession No. M16664 for Structure and function of the trp operon control regions of 
Brevibacterium lactofermentum, a g I utamic-acid-p reducing bacterium, Sano, K. et al, 06/11/01 



C243 



GenBank Accession No. M25819 for Cloning and nucleotide sequence of the 
phosphoenolpyruvate carboxylase-coding gene of Corynebacterium glutamicum ATCC13032, 
O'Regan. M. et al, 12/15/95 



C244 



C245 



GenBank Accession No. M85106 for Gram-positive bacteria with a high DNA G+C content are 
characterized by a common insertion within their 23S rRNA genes, Roller, C. et al, 04/26/93 



GenBank Accession No. M85107 for Gram-positive bacteria with a high DNA G+C content are 
characterized by a common insertion within their 23S rRNA genes, Roller, C. et al, 04/26/93 



C246 



GenBank Accession No. M85108 for Gram-positive bacteria with a high DNA G+C content are 
characterized by a common insertion within their 23S rRNA genes, Roller, C. et al, 04/26/93 



C247 



GenBank Accession No. M89931 , Rossoi, I. et al, 'The Corynebacterium glutamicum aecD 
gene encodes a C-S lyase with alpha, beta-elimination activity that degrades 
aminoetb ylcysteine," J. BacterioL, Vol. 174(9):2968-2977 (1992), 02/08/02 

= H/2/66 
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C248 


GenBank Accession No. S59299 for Cloning of the tip gene cluster from a tryptophan- 
hyperproducing strain of Corynebacterium glutamicum: identification of a mutation in the trp 
leader sequence. Herry, D.M. et al, 04/1 3/01 






C249 


GenBank Accession No. S76966 for Insertion sequence typing of Mycobacterium tuberculosis: 
characterization of a widespread subtype with a single copy of IS61 1 0, Fomukong, N.G. et al, 
05/11/05 








GenBank Accession No. U00016 for Mycobacterium leprae, Smith, D.R. et al, 03/01/04 
GenBank Accession No. U00018, Smith, D.R., Mycobacterium laprae, Smith, D.R. et al, 
03/01/04 




— f— 

J 


C252 


GenBank Accession No. U1 1545 for Complete nucleotide sequence of the Corynebacterium 
glutamicum ATCC 21850 trpD aene, O'Gara, J.P. et al. 07/08/94 




— I 


C253 


GenBank Accession No. U13922 for Cloning and characterization of a DNA region encoding a 
stress-sensitive restriction system from Corynebacterium glutamicum ATCC 13032 and 
analysis of its role in intergenenc conjugation with Eschenchia colt, Schafer, A. et al. 02/03/98 






C254 


GenBank Accession No. U 14965 for Molecular cloning and characterization of the recAgene 
from Corynebacterium glutamicum>AS01 9, Kerins. S.M.^etal, 02/05/99 . / 






C255 


GenBank Accession No. U31224, Ankri, S. et al, "Mutations in the Corynebacterium 
glutamicum proline biosynthetic pathway: a natural bypass of the proA step," J. Bacterid., Vol. 
178(15):4412-4419 (1996), 08/02/96 






C256 
* 


GenBank Accession No. U31225, Ankn, S. et al, Mutations in the Corynebacterium 
glutamicum proline biosynthetic pathway: a natural bypass of th proA step," J. Bacteriol., Vol. 
178(15):4412-4419 (1996), 08/02/96 






C257 


GenBank Accession No. U31230, Ankn, S. et al, Mutations in the Corynebactenum 
glutamicum proline biosynthetic pathway: a natural bypass of th proA step," J. Bacteriol., Vol. 
178(15):4412-4419 (1996). 08/02/96 






C258 


GenBank Accession No. U31281 for Two new members of the bio B superfamily: cloning, 
sequencing and expression of bio B genes of Methylobacillus ffagellatum and 
Corynebacterium glutamicum, Serebriiskii, I.G. et al, 1 1/21/96 






C259 


oenoanK Accession ino. uoduzo Tor a uoryneoactenum glutamicum gene encoding a two- 
domain protein similar to biotin carboxylases and biotin-carboxyl-carrier proteins, Jager, W. et 
al, 01/16/97 






C260 


GenBank Accession No. U43535 for A Corynebacterium glutamicum gene conferring 
multidrug resistance in the heterologous host Escherichia coli, Jager, W. et al, 04/09/97 






C261 


GenBank Accession No. U43536 for Corynebacterium glutamicum. Jaeger. W. et al, 03/13/97 






C262 


GenBank Accession No. U53587 for Utilization of IS1207 for insertional mutagenesis in 
Corynebacteria, Bonamy, C. et al, 05/06/96 






C263 


GenBank Accession No. U89648 for Corynebacterium glutamicum, Kim, S.Y. et al, 03/30/99 








C264 


GenBank Accession No. X04960 for complete nucleotide and deduced amino acid sequences 
of the Brevibacterium lactofermentum tryptophan operon, Matsui, K. et al, 04/18/05 








C265 


GenBank Accession No. X07563 for Nucleotide sequence of the lysA gene of 
Corynebacterium glutamicum and possible mechanisms for modulation of its expression, Yeh, 
P. et al, 04/18/05 








C266 


GenBank Accession No. X14234 for The phosphoenolpyruvate carboxylase gene of 
Corynebacterium glutamicum: molecular cloning, nucleotide sequence, and expression, 
Eikmanns, B.J. etal, 04/18/05 








C267 


GenBank Accession No. X17313 for Molecular cloning, nucleotide sequence and fine- 
structural analysis of teh Corynebacterium glutamicum fda gene: structural comparison of C. 
glutamicum fructose-1, 6-biphosphate aldolase to class I and Class II aldolases, von der 
Osten, C.H. et al, 04/18/05 




4- 


C268 


GenBank Accession No. X53993 for Nucleotide sequence of the dapAgene from 
Ckjryneb^ren^mjUulamiGum, Bonnassie. S. et al, 04/18/05 
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C269 


GenBank Accession No. X54223 for DNA sequence homology between att B-related sites of 
corynebacterium diphtheriae, Corynebacterium ulcerans, Co ryne bacterium glutamicum, and 
the attP site of lambda-corynephaqe, Cianciotto, N. et al, 12/17/92 






C270 


GenBank Accession No. X54740 for Nucleotide sequence and organization of the upstream 
region of the Corynebacterium glutamicum lysA gene. Marcel. T. et al. 04/18/05 






C271 


GenBank Accession No. X55994 for Nucleotide sequence of the Corynebacterium glutamicum 
trpE gene, Heery, D.M. et al, 04/18/05 








C272 


GenBank Accession No. X56037 for The molecular structure of the Corynebacterium 
glutamicum threonine synthase gene, Han, K.S. et al, 04/18/05 








C273 


GenBank Accession No. X56075 for DNA sequence homology between att B-related sites of 
corynebacterium diphtheriae, Corynebacterium ulcerans, Corynebacterium glutamicum, adn 
the attP site of lambda-corynephage, Cianciotto, N. et al, 12/17/92 








C274 


GenBank Accession No. X57226 for Aspartokinase genes lysC alpha and lysC beta overlap 
and are adjacent to the aspartate beta-semialdehyde dehydrogenase gene asd 
Corynebacterium glutamicum, Kalinowski, J. et al, 04/1 8/05 






I" 


C275. 


GenBank Accession No. X59403 for Identification • sequence. analysis ;.and expression of a I . 
Corynebacterium glutamicum gene cluster encoding the three glycolytic enzymes 
glyceraldehyde-3-phosphate dehydrogenase, 3-phosphoglycerate kinase, and 
triosephosphate isomerase, Eikmanns, B.J. et al, 04/18/05 








C276 


GenBank Accession No. X59404, Bormann, E.R. et al, "Molecular analysis of the 
Corynebacterium glutamicum gbh gene encoding glutamate dehydrogenase/' MoL Microbiol., 
Vol. 6(3):317-326 (1992), 04/18/05 








C277 


GenBank Accession No. X60312 for Molecular analysis of the Corynebacterium glutamicum 
iysl gene involved in lysine uptake, Seep-Fetdhaus, A.H. et al, 01/30/92 








C278 


GenBank Accession No. X66078 for Cloning and nucleotide sequence of the cspl gene 
encoding PS1 , one of the two major secreted proteins of Corynebacterium glutamicum: the 
deduced N-terminal region of PS1 is similar to the Mycobacterium antigen 85 complex, Joliff, 
G. et al, 06/30/93 








C279 


GenBank Accession No. X66112, Eikmanns, B.J. et al, "Nucleotide sequence, expression and 
transcriptional analysis of the Corynebacterium glutamicum gltA gene encoding citrate 
synthase," Microbiology, Vol. 140(pt. 8):1817-1828 (1994), 04/18/05 










GenBank Accession No. X67737 for Corynebacterium glutamicum, Eikmanns, B.J. et al, 
04/18/05 








C281 


GenBank Accession No. X69103 for Characterization of the cspB gene encoding PS2, an 
ordered surface-layer protein in Corynebacterium glutamicum, Peyret, J.L. et al, 09/09/04 








C282 


GenBank Accession No. X69104 for Identification of IS1206, a Corynebacterium glutamicum 
IS3-related insertion sequence and phylogenetic analysis, Bonamy, C. et al, 09/09/04 








C283 


GenBank Accession No. X70584 for In vivo comparison of zidovudine resistance mutations in 
blood and CSF of HIV-1-infected patients. Wildemann. B. et al. 08/06/95 








C284 


GenBank Accession No. X70959 for Leucine synthesis in Corynebacterium glutamicum: 
enzyme activities, structure of leuA, and effect of leuA inactivation on lysine synthesis, Patek, 
M. et al. 09/09/04 








C285 


GenBank Accession No. X71489 for Cloning, sequence analysis, expression, and inactivation 
of the Corynebacterium glutamicum icd gene encoding isocitrate dehydrogenase and 
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